
TTCGGATCCTTGGACCTTCCCGGTTCTTCTACCCCATTCTGGCCCTTGAGCCCAGGGAGCGAGGGCAGTG 

TGGTTAATGGGGAGAGCCATGCATCCGGGACCACCACTCTCACAGACTGCCTGCGAAGATTTACCAGACC 

AGAGCACTTAGGAAGCAGTGCCAAGATCAAGTGTAGCGGTTGCCATAGCTACCAAGAGTCCACAAAGCAG 

CTCACCATGAAGAAGCTGCCCATTGTGGCCTGTTTCCATCTCAAACGATTTGAACACTCAGCCAAACTTC 

GGCGGAAGATCACCACATATGTGTCTTTTCCCCTGGAACTGGACATGACGCCCTTCATGGCCTCCAGCAA 

AGAGAGCAGGATGAATGGGCAATACCAGCAGCCCCTGGACAGTCTCAACAATGACAACAAATACTCCCTG 

TTTGCTGTCGTTAACCATCAAGGGACCTTGGAGAGTGGCCACTACACCAGCTTCATCCGGCAGC 

ACAAAGACCAGTGGTTCAAGTGTGATGACGCCATTATCACCAAGGCCAGCATCAAAGATGTACTGGACAG 

TGAAGGGTACTACTCTTCTATCACAAACAGTTCCTGGATTACGAGTAGCTCCTGCCTTGCTGGCCAGAGA 

AAGAGAGAGA (SEQ ID NO : 1 ) 



FIGURE 1 




underlined = deleted in targeting construct 

[ ] = sequence flanking Neo insert in targeting construct 



TTCGGATCCTTGGACCTTCCCGGTTCTTCTACCCCATTCTGGCCCTTGAGCCCAGGGAGC 

GAGGGCAGTGTGGTTAATGGGGAGAGCCATGCATCCGGGACCACCACTCTCACAGACTGC 

CTGCGAAG [ ATTTACCAGACCAGAGCACTTAGGAAGCAGTGCCAAGATCAAGTGTAGCGGT 

TGCCATAGC ] TACCAAGAGTCCACAAAGCAGCTCACCATGAAGAAGCTGCCCATTGTGGCC 

TGTTTCCATCTCAAACGATTTGAACACTCAGCCAAACTTCGGCGGAAGATCACCACATAT 

GTGTCTTTTCCCCTGGAACTGGACA [TGACGCCCTTCATGGCCTCCAG] CAAAGAGAGCAGG 

ATGAATGGGCAATACCAGCAGCCCCTGGACAGTCTCAACAATGACAACAAATACTCCCTG 

TTTGCTGTCGTTAACCATCAAGGGACCTTGGAGAGTGGCCACTACACCAGCTTCATCCGG 

CAGCACAAAGACCAGTGGTTCAAGTGTGATGACGCCATTATCACCAAGGCCAGCATCAAA 

GATGTACTGGACAGTGAAGGGTACTACTCTTCTATCACAAACAGTTCCTGGATTACGAGT 

AGCTCCTGCCTTGCTGGCCAGAGAAAGAGAGAGA 



Gene Sequence 19Q bp sequence Deleted 325 bp 

Structure * 



Size of EST 
contig: 634 bp 
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Targeting Vector* (genomic sequence) 

Construct Number: 2869 



Arm Length: 
5': 0.4 kb 
3': 3.5 kb 



5' arm 



Neo 
Cassette 



3' arm 




Targeting, Vector 
----- Endogenous Locus 

* Not drawn to scale 



5 ■ >agatgacacctttaactactg 
tigaactttgagtgataaaataat 
:tgttcccctttcttccatgtcct 
2 a tgt c ttt taj 2 t t ttcc < 2 c t t tc 
aa t g t t tat t t ? it t t aat aaaaag 
ac g t t t ' f tt .aaa tg c c t t g t ag at 

TTAOCAGACCAGAGCACTTAGGAA 
^CAGTGCCAAGATCAAGTGTAGCG 
jTTGCCATATC<3 1 ( SEQ ID 
NO : 2 ) 



5 ' >tgacgcccttcatggcctcca 
ggtagaaagggttggtgctcctgt 
gtctgagtgggaaggcaagttgtc 
tagtgggtgcttacccagtgccag 
i:ctttagacatggtaatgaoagct 

ATCCAGGCCTCACCGCCACCCCAG 
AACTTACCTAAGCTTACTGTGGGC 
TACCCATTTGTACTCTTAACATCC 
CTCATCATTTA<3 1 (SEQ ID 
NO: 3) 
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